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reached 1/10,1/5 and 1/2 of 15 g/kg body weight. 
No statistically significant difference in the mouse ter- 
atogenicity test was observed. According to our expari- 


mental results, KINGPANAX fresh Panax notogin- 
seng juice is safe for drinking and has no poisonous 
side effect. 


Key. words; KINGPANAX fresh Panax notoginseng juice, Evaluation of security , Bone marrow cells, Mouse 
testicle cells, Chromosomal aberration, Teratogenicity test in mice 





Rflp: SHH RFLP RBH RE | 
A COMPUTER PROGRAM FOR ANALYZING RFLP DATA FROM 
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Pa el ERE te BEA AE (RFLP) FKEA AKHA 
SRR PRAT PHA, HEHEHE TRE E NHR 
EKER. SRT, hT RFLP ADEEBA, 
ERERPTORCAARKRHTR, Ait B ATRRR 
HPL, 99% FAR) MEGA, PAUP M PHYLIP %, Ñ 
ARBRE ATEN RE. Att, RNRBT Rilp t, 


MEDHA E DRA X89. X RFLP 


MEH, RTMEAAHAA, TAWA 
Eo Rip BUF ALAR MAT RHE. KE a EREE BY 
BT, AT VA AR EE PA HE A Ht BF A AY ef (Nei , 1983, 1990), 
5 HH RES AC BY 4 4h (mismatchdistribution) , +48 Watterson 
BOR, FERRIC, MEM Fu (1994) IE 


HAH 0, FRR AO oT, AHA R k EEA 
ALAS EA) KB ER AL. Intermatch VLR Nst (Lynch ¥, 
1990). H, BUDA RRRBEGT ME MTAH RE, HOH STARE 
EN, BAR AL EARL, FX PHYLIP H 
Neighbor RIF AYA, AHE HE 14) 3 4 EEE. Bh, 
Rflp t FI FHAA thy 2A EU BR Tad A AE A DRE 
SRM. l 
ZRRACHBSASTR, MAHAA R MEF 


-A Windows IRI F MATE. MEA M ftp: //evo- 


lution. kiz. ac. cn/pub/Rflp/Ab ARTF RR, RE E TAH PE 
BRKRRR. 
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